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Current Position

Founding Scientist, The Elshire Group Limited

Positions Held

Researcher, NSF Grant “Ligule development in the proximal-distal axis of the
maize leaf”2015 - 2019
Postdoctoral Fellow, AgResearch, Grasslands, Palmerston North2014 - 2015
Postdoctoral Associate, Scanlon Lab, Cornell University2010 - 2014
Postdoctoral Fellow, Jackson Lab, Cold Spring Harbor Laboratory2007 - 2009

Education

PhD (Plant Biology), Massey University, Palmerston North2007
Bachelor of Science (Plant Biology), Massey University,Palmerston North2003

Research expertise

• Developmental genetics

• Experimental design, including transcriptomics experiments

• Characterisation of developmental processes and mutant phenotypes

• Fieldwork: field planning, planting, genotyping, controlled pollinations

Technical expertise

• Laboratory Design and Setup

• Molecular biology

• Protocol development

• Laser microdissection RNA-seq

https://www.elshiregroup.co.nz


• Histology

• Microscopy: confocal, light microscopy, SEM

• RNA in situ hybridisation

• Immunolocalisation

Scientific Community Participation

• Founding member Palmerston North Bioinformatics Meeting

• Founding member Genomics for Aotearoa New Zealand (GFANZ)

• Lecturer, Massey University, Plant Development (2015, 2016)

• Manuscript review: Plant Cell and Plant Physiology

• Organising committee, Palmerston North Plant Biology Meeting series (2015, 2016)

• Instructor, laser microdissection and molecular biology techniques, Cornell University

• Trainer, visiting postdocs in laser microdissection RNA-seq, Cornell University

• Mentor, Cold Spring Harbor Laboratory summer intern programme
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